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Abstract£?Using RT — PCR technique£-we obtained a fragment of cDNA about 315bp from rice strains with 
different chilling — resistance. In amplification reactions£-The used primers are degenerated primersÉ which 
were designed according to the conserved amino acid sequences of glycerol — 3 — phosphate acyltransferase 
from several kinds of dicotyls. Sequences obtained show that the cDNAs fragments all have the parts of cD- 
NAs coding for Glycerol — 3 — phosphate acyltransferase£-eontain 315 nucleotides and encode 105 amino 
acids. While the cDNAs sequences and deduced amino acids sequences from the rice strains with different 
chilling — resistance were different from each other. The bigger difference of chilling — resistance between 
strains is£-the bigger differences between their cDNAs sequences and the deduced amino acids sequences 
are. The difference of chilling — resistance is probably related to the subtitution of proline. 
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Fig 1 PCR amplification of part GPAT genes from rice strains with 
different chilling — resistance a. pBR322/Msp DNA marker£»b. 
PCR amplification of part GPAT gene from Ligeng No. 2Pv. PCR 
amplification of part GPAT gene from Hexi No. 24£xl. PCR am- 
plification of part GPAT gene from Shihetian£» 
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a GAG CCG TIC GAC TAC TAC ATG TIT GGT CAG TAC AIT AGG CCC CMT GTA GAC 34 
b oe ++ AF + ++ ++ He ++ ++ +— ++ ++ ++ ++ He — + 
C ++ H+ MET +T ++ + + ++ j+ H j+ + Hq Hd HH H RL ++ 
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HE Hr He H t H H H H H H dq Ed Q+ + + H O 

++ ++ ++ ++ ++ + te ++ ++ ++ ++ + ++ — ++ —+-j + 
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++ H+ j+ +H H HA H+ ++ + H H q+ Q+; + ++ ++; M + 

Ht H+ He HG tt +H +H ib H H H H C+ ++t+ ++ ++ ++ HH 
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ATA GIT TAT GTT GCT GGT GAT AGG GIT GIT ACA GAT OCT CTC TGC AAG ŒA TMT 22 
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Fig 2 cDNA sequences and deduced amino acid sequences of part GPAT genes from rice strains with different chilling — resistance 

a. cDNA sequence of part GPAT gene from Ligeng No. 2£*b. cDNA sequence of part GPAT gene from Hexi No. 24£x.. cD- 
NA sequence of part GPAT gene from Shihetian£xl. Deduced amino acid sequenceof part GPAT gene from Ligeng No. 2£. De- 
duced amino acid sequence of part GPAT gene from Hexi NO. 24£¥. Deduced amino acid sequence of part GPAT gene from Shi- 
hetian. į ++ į 3ndicates the unchanged nucleotide or amino acid£»The amino acid sequences used to design degenerating primers 


are underlined. 
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